
: SEQUENCE LISTING 

(1) GENERAL INFORMATION 

(i) APPLICANT: Harvey, Richard 

Eastman, P. Scott 

(ii) TITLE OF THE INVENTION: Methods For Detecting and 

Measuring Spliced Nucleic Acids 

, f - (iii) NUMBER OF SEQUENCES: 27 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Gen-Probe Incorporated 

(B) STREET: 10210 Genetic Center Drive 

(C) CITY: San Diego 

(D) STATE: CA 

(E) COUNTRY: USA 

(F) ZIP: 92121 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Diskette 

(B) COMPUTER: IBM Compatible 

(C) OPERATING SYSTEM: DOS 

(D) SOFTWARE: FastSEQ for Windows Version 2.0 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: 

(B) FILING DATE: 23 -JUL- 19 98 

(C) CLASSIFICATION: 

(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: 60/053,509 

(B) FILING DATE: 23-JUL-1997 



(viii) ATTORNEY /AGENT INFORMATION: 

(A) NAME: Gritzmacher, Christine A 

(B) REGISTRATION NUMBER: 40,627 

(C) REFERENCE /DOCKET NUMBER: GP091-02.UT 

(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: 619-410-8926 

(B) TELEFAX: 619-410-8928 

(C) TELEX: 



(2) INFORMATION FOR SEQ ID NO:l: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:l: 



TAAATTAATA CGACTCACTA TAGGGAGACT CAGACCCTGA GGCTCAAAGT CAGA 



54 



(2) INFORMATION FOR SEQ ID NO: 2: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 
UAAAUUAAUA CGACUCACUA UAGGGAGACU CAGACCCUGA GGCUCAAAGU CAGA 54 

(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

TCTGACTTTG AGCCTCAGGG TCTGAGTCTC CCTATAGTGA GTCGTATTAA TTTA 54 

(2) INFORMATION FOR SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 54 base pairs 
^ (B) TYPE: nucleic acid 

* (C) STRANDEDNESS: single 

p (D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 
UCUGACUUUG AGCCUCAGGG UCUGAGUCUC CCUAUAGUGA GUCGUAUUAA UUUA 54 

(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 
GACCAACTCG TGTGTGAAAC TCCA 24 
(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 
GACCAACUCG UGUGUGAAAC UCCA 

(2) INFORMATION FOR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 
TGGAGTTTCA CACACGAGTT GGTC 

(2) INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 
UGGAGUUUCA CACACGAGUU GGUC 

(2) INFORMATION FOR SEQ ID NO: 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 
GACTGTCCAC AGCATTCCGC TGACC 

(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10 

GACUGUCCAC AGCAUUCCGC UGACC 

(2) INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 25 base pairs 



(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 
GGTCAGCGGA ATGCTGTGGA CAGTC 25 
(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12: 
GGUCAGCGGA AUGCUGUGGA CAGUC 25 
(2) INFORMATION FOR SEQ ID NO: 13: 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 20 base pairs 
N= (B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13: 
CAAAGGAGCA GGGAAGAAGG 2 0 

(2) INFORMATION FOR SEQ ID NO : 14 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 
CCTTCTTCCC TGCTCCTTTG 2 0 

(2) INFORMATION FOR SEQ ID NO: 15: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15: 
CCUUCUUCCC UGCUCCUUUG 
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(2) INFORMATION FOR SEQ ID NO: 16: 
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(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16: 
GTGGAACATG AAGCCCTTCA GCGG 24 
(2) INFORMATION FOR SEQ ID NO: 17: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 
GUGGAACAUG AAGCCCUUCA GCGG 24 
(2) INFORMATION FOR SEQ ID NO: 18: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 
CCGCTGAAGG GCTTCATGTT CCAC 24 
(2) INFORMATION FOR SEQ ID NO: 19: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 
CCGCUGAAGG GCUUCAUGUU CCAC 24 
(2) INFORMATION FOR SEQ ID NO: 20: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 27 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20: 



ACTCAGACCC TGAGGCTCAA AGTCAGA 27 

(2) INFORMATION FOR SEQ ID NO: 21: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 27 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS : single 
(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 21: 
ACUCAGACCC UGAGGCUCAA AGUCAGA 27 

(2) INFORMATION FOR SEQ ID NO: 22: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 27 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 22: 
TCTGACTTTG AGCCTCAGGG TCTGAGT 27 
(2) INFORMATION FOR SEQ ID NO: 23: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 27 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23: 
UCUGACUUUG AGCCUCAGGG UCUGAGU 27 



(2) INFORMATION FOR SEQ ID NO: 24: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 350 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 24: 

TCCGGGAGCA GCAGAAGAAG TGTTTCAGAA GCTTCTCCCT GACATCCGTG GAGCTGCAGA 60 

TGCTGACCAA CTCGTGTGTG AAACTCCAGA CTGTCCACAG CATTCCGCTG ACCATCAACA 120 

AGGAAGATGA TGAGTCTCCG GGGCTCTATG GGTTTCTGAA TGTCATCGTC CACTCAGCCA 180 

CTGGATTTAA GCAGAGTTCA AAAGCCCTTC AGCGGCCAGT AGCATCTGAC TTTGAGCCTC 240 

AGGGTCTGAG TGAAGCCGCT CGTTGGAACT CCAAGGAAAA CCTTCTCGCT GGACCCAGTG 300 

AAAATGACCC CAACCTTTTC GTTGCACTGT ATGATTTTGT GGCCAGTGGA 350 



(2) INFORMATION FOR SEQ ID NO: 25: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 299 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: 

ACCTATTATT ACTTTATGGG GCAGCAGCCT 
AGCTTGCCTG CCCTGCATTT TATCAAAGGA 
GGTCCACACT GCAATGTTTT TGTGGAACAT 
TTTGAGCCTC AGGGTCTGAG TGAAGCCGCT 
GGACCCAGTG AAAATGACCC CAACCTTTCG 

(2) INFORMATION FOR SEQ 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



^ (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 26: 

h * A 

M : GGAATCATCG AGGCATGG 18 

E : i; 

y (2) INFORMATION FOR SEQ ID NO: 27: 

^ (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 26 base pairs 

D (B) TYPE: nucleic acid 

*tH (C) STRANDEDNESS: single 

sjjj (D) TOPOLOGY: linear 

& (ii) MOLECULE TYPE: cDNA 

• * " 

1 (xi) SEQUENCE DESCRIPTION: SEQ IDNO:27: 



SEQ ID NO: 25: 

GGAAAAGTAC TTGGGGACCA AAGAAGGCCA 60 

GCAGGGAAGA AGGAATCATC GAGGCATGGG 120 

GAAGCCCTTC AGCGGCCAGT AGCATCTGAC 180 

CGTTGGAACT CCAAGGAAAA CCTTCTCGCT 240 

TTGCACTGTA TGATTTTGTG GCCAGTGGA 299 

ID NO: 26: 



CACTCAGCCA CTGGATTTAA GCAGAG 
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